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Analysis of SNPs Associated with Nerve Pattern Related Genes in Labrador Retrievers
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ZHOU Zi-juan, WANG Fu-jin, WANG Ai-guo, WANG Jing-yu
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Abstract ; Objective

Analysis of 6 SNPs associated to nerve pattern related 4 genes in Labrador Retrievers to

provide a early-stage molecular genetic index for nerve pattern diagnostics. Method According to the behavior

evaluation standards of China guide dog training center, the dogs belong to typical nerve patterns ( quiet, active,

and timid (weak ) type, 4 dogs each) were selected. The vein blood was sampled and the genomic DNA was
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isolated from blood cells. The PCR/sequencing and PCR-RFLP method were used to analyze the variants of 6 SNPs
in nerve pattern related 4 genes; (COMT ( G482A), MOAB (T199C), ABCB1 ( A985T, T3442C, 377 - 378
insC), GNB1L(961 -962 insG) ). Furthmore, the association between the SNP variants and nerve patterns was
analyzed by Chi-square Test. Result G/A variants in COMT (G482A) SNP locus in the proportion of timid dogs
was significantly higher than that in the active and quiet dogs (P =0.014;P =0.014), A/A variants in COMT
(G482A) SNP locus in the proportion of active dogs was significantly higher than that in the quiet and timid dogs
(P=0.025;P =0.025); T/C variants in MAOB (T199C) SNP locus in the proportion of quiet dogs was
significantly higher than that in the active and timid dogs (P =0.025;P =0.025); T/A variants in ABCB1
(A985T) SNP locus in the proportion of active dogs was significantly lower than that in the quiet and timid dogs ( P
=0.014;P = 0.014); T/C variants in ABCB1 (T3442C) SNP locus in the proportion of timid dogs 'was
significantly lower than that in the quiet and active dogs (P =0.025;P =0.025); No ABCB1 (377 -378 insC)
and GNBIL (961 —962 insG) SNP loci was found. Conclusion G/A and A/A variants in COMT ( G482A) . T/C
variants in MAOB (T199C) . T/A variants in ABCB1 ( A985T) and T/C variants in ABCB1 ( T3442C) are
significantly associated to nerve patterns and might be used as a molecular genetic index for nerve pattern
diagnostics in Labrador Retrievers. However, further large sample analysis is required. |
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Abstract: Objective To investigate the effect of Glutamine (Gln) on the intestine physiological activity and the
pathway in normal ducks and the models infected with the plague virus. Method 280 specific pathogen free (SPF)
ducklings were randomly divided into eight groups. Gln was administrated at different doses (0, 0.5, 1, 2 g/kg/
feed/d) by oral gavage to the control groups and the model groups infected with 0. 2 mL duck plague virus (DPV)
(0.2 mL 2000TCID50) , respectively. The procedures were performed for 6 days. Effects of Gln in control and
model ducklings were detected, and expression of the Toll like receptor 4 (TLR4) pathway genes were determined.
Result Expression of TLR4 pathway mRNAs was increased significantly in normal group (P <0.05), but reduced
significantly in the model groups (P <0.05). Conclusion Gln improves immunity in duckling intestine through
the TLR4 pathway, and resists the immune-mediated injury caused by DPV.
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